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FIGURE 9 
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HPLC separation of the products of 
FAM-Cu-CI hydrolysis by DhaAWT 
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Hydrolysis of 
FAM-Cu-CI by DhaA 
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FIGURE 8 




FIGURE 7 



Substrate-specificity of 
DhaA-WT 
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FIGURE 6 
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FIGURE 5 



Effect of H283Q/G/A or F 
mutations on DhaA activity 
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FIGURE 4 
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FIGURE 3 



FIGURE 2 
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Tethering of R.Luc to 96 well plate via 
L17-DhaA-biotin-C 18 -SA bridge 
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FIGURE 1 6 




FIGURE 17 
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FIGURE 1% 
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FIGURE 19 




FIGURE 3l0 



Hydrolysis of FAP by GST.blaZ 
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FIGURE ST 
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